STIC Biotechnology Systems Branch 

RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 
Source: 

Date Processed by STIC: 71 5 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.2.2 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker/chkrnote.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address Tor the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1 EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 

User Manual - ePAVE) 
2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria. VA 223 13-1450 
3 Hand Carry, Federal Express, United Parcel Service, or other delivery sen ice (EFFECTIVE 01/14/05): 

U.S. Patent and Trademark Office, Mail Stop Sequence, Customer Window, Randolph Building. 40 1 Dulany Street. 

Alexandria. VA 22314 



Revised 01/24/05 



BEST AVAILABLE COPY 



^"TT- • • • ^ 'vbrnittctf AIe wi,v.. »* * * - - ■ • • - 



y/ 



' V,f,lWC in ,Kc <220>.<»r> scclol Z ^ 



^ratendn 2.0 



^^rcisrast :-J m "" x - r " tn,,n — "«'o««.c.iir ttn ( 2 ln,,no J " d 

.r u„u. w . *■ m '" d, ""> <»<»•<>»> ,o 

Skipped Sequence f Sequence*.! 

«Q«»«:c or sc«,r r, 0 N sc5 S o NO * ° n °' 'T , " w '"*"0 ,„ 

r, " M " ,0 ">>«" ,h < ("I NUMDCR Or SLOU. n( f< 

" uus ' ;r 4 "-- ° < ■«-. ,„ 

^o> uqufBa . dnuoibfi 

w k ULi;s , ,. t( , o :;;;t;:: n r/ R 'T' u " r'"" d - — • c 

An.fK 0 , sc quc „ (( ^ * "°* ' » ' • «-.'•. ,,, fJ ....... < /, , ; .';;; i s j*';;; - 

ic ol < HQ. 



M, «««< ofnTX,, 





-An.f. Clll S(0 



' cp,c,tn ' ' «'"£•< ouclcot.d, -x,,- C1B „„. 

S. x., "•>««'r.<pr t ,c«,,„ nc , tJmino<C(d 



Page 1 of 8 





PCT 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/530,844 

Input Set : A:\PTO.SR.txt 

Output Set: N:\CRF4\04192005\J530844.raw 



DATE: 04/19/2005 
TIME.: 08:46:17 



Lrochemische Industrie GmbH 



5 <110> APPLICANT: Consortium for ele}< 
9 <120> TITLE OF INVENTION: Feedback yes istente Homoserin-Transsuccinylasen mit~ 
11 ^Lodif izierte my/C-Terminus 

15 <130> FILE REPEHEnCE: Co10221 
C— > 18 <140> CURRENT APPLICATION NUMBER: US/10/530 , 844 
C— > 20 <141> CURRENT FILING DATE: 2005-04-08 
24 <160> NUMBER OF SEQ ID NOS : 12 
<170> SOFTWARE: Patent In Ver. 2.0 
SEQ ID NO: 1 
LENGTH: 930 
TYPE: DNA 

ORGANISM: Escherichia coli 
FEATURE: 
NAME/KEY: CDS 
LOCATION: (1) . . (930) 
PUBLICATION INFORMATION: 
AUTHORS: Blattner, F. R. 
TITLE: The complete genome sequence 
JOURNAL: Science 
VOLUME: 277 
ISSUE: 533 
PAGES: 1453-] 



28 
32 
34 
36 
38 
42 
44 
46 
50 
52 
54 
56 
58 
60 
62 
64 
66" 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<300> 
<301> 
<302> 
<303> 
<304> 
<305> 
<306> 
< 



•pis d£ fjgjrose.- 

Corrected QiskeKe Needed S 



of Escherichia coli K-12, 




74 
76 
80 
82 
84 
88 
90 
92 
96 
98 
100 
104 
106 
108 
112 
114 
116 



gaa 
Glu 



att cgt gtg 
He Arg Val 
5 

gaa aac gtc ttt 
Glu Asn Val Phe 
20 

att cgt cca ctt aag 
He Arg Pro Leu Lys 
35 

gaa act gaa aat cag 
Glu Thr Glu Asn Gin 
50 



gtg atg 
Val Met 



gtt 
Val 



ctg 
Leu 



aca act 
Thr Thr 



ate 
He 
40 
cgc 
Arg 



ccc gec gtc aat 
Pro Ala Val Asn 
10 

tct cgt gcg tct 
Ser Arg Ala Ser 
25 

ctt aac ctg atg 
Leu Asn Leu Met 



ttc 
Phe 



ggt 



ccg 
Pro 
45 
tea 
Ser 



ttg cgt 
Leu Arg 
15 

cag gaa 
Gly Gin Glu 
30 

aag aag att 
Lys Lys He 



, 



cct 
Pro 



ttt ctg cgc ctg ctt tea aac 
Phe Leu Arg Leu Leu Ser Asn 
55 60 
gtc gat att cag ctg ttg cgc ate gat tec cgt gaa teg cgc aac 
Val Asp He Gin Leu Leu Arg He Asp Ser Arg Glu Ser Arg Asn 

65 70 * 75 

ccc gca gag cat ctg aac aac ttc tac tgt aac ttt gaa gat att 
Pro Ala Glu His Leu Asn Asn Phe Tyr Cys Asn Phe Glu Asp He 
85 90 95 



ttg cag 
Leu Gin 



acg 
Thr 
80 
cag 
Gin 



96 



144 



192 




240 



288 
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120 


gat 


cag 


aac 


ttt 


122 


Asp 


Gin 


Asn 


Phe 


124 








100 


128 


gtg 


gag 


ttt 


aat 


130 


Val 


Glu 


Phe 


Asn 


132 






115 




136 


gag 


tgg 


teg 


aaa 


138 


Glu 


Trp 


Ser 


Lys 


140 




130 






144 


gta 


cag 


gec 




146 


Val 


Gin 


Ala 


Ala 


148 


145 








152 


acc 


gaa 


aaa 


etc 


154 


Thr 


Glu 


Lys 


Leu 


156 










160 


gcg 


ctt 


ctg 


acg 


162 


Ala 


Leu 


Leu 


Thr 


164 








180 


168 


cgc 


tat 


get 


gac 


170 


Arg 


Tyr 


Ala 


Asp 


172 






195 




176 


gaa 


att 


ctg 


gca 


178 


Glu 


He 


Leu 


Ala 


180 




210 






184 


aaa 


gat 


aag 


cgc 


186 


Lys 


Asp 


Lys 


Arg 


188 


225 








192 


caa 


acg 


ctg 


gcg 


194 


Gin 


Thr 


Leu 


Ala 


196 










200 


ccg 


gat 


gta 


ccg 


202 


Pro 


Asp 


Val 


Pro 


204 








260 


208 


ccg 


cga 


gcg 


age 


210 


Pro 


Arg 


Ala 


Ser 


212 






275 




216 


etc 


aac 


tat 


tac 


218 


Leu 


Asn 


Tyr 


Tyr 


220 




290 






224 


aat 


cca 


acg 


ctg 


226 


Asn 


Pro 


Thr 


Leu 


W— > 228 


305 









RAW SEQUENCE LISTING DATE: 04/19/2005 

PATENT APPLICATION: US/10/530,844 TIME: 08:46:17 

Input Set : A:\PTO.SR.txt 

Output Set: N:\CRF4\04192005\J530844.raw 

c qqt ttq att qta act qqt acq ccq ctq qqc ctq 336 



105 110 



120 125 



135 140 



150 155 160 



165 170 175 



185 190 



200 205 



215 220 



230 235 240 



245 250 255 



265 270 



280 285 



295 300 



. Ldcl 



234 <210> SEQ ID NO: 2 
236 <211> LENGTH: 309 
238 <212> TYPE: PRT 

240 <213> ORGANISM: Escherichia coli 
244 <400> SEQUENCE: 2 

24 6 Met Pro lie Arg Val Pro Asp Glu Leu Pro Ala Val Asn Phe Leu Arg 
248 15 10 15 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



930 
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RAW SEQUENCE LISTING DATE: 04/19/2005 

PATENT APPLICATION: US/10/530 , 844 TIME: 08:46:17 

Input Set : A:\PTO.SR.txt 











Output Set: 


N:\CRF4\04192005\J530844 


.raw 






252 


Glu 


Glu 


Asn 


Val 


Phe 


Val 


Met 


Tnr 


Tnr 


Ser 


Arg 


Ala 


Ser 


Gly 


Gin 


Glu 


254 








20 










25 










30 






258 


He 


Arg 


Pro 


Leu 


Lys 


Val 


Leu 


-T- "1 „ 

He 


Leu 


Asn 


Leu 


Met 


Pro 


Lys 


Lys 


He 


260 






35 










40 










45 








264 


Glu 


Thr 


Glu 


Asn 


Gin 


Phe 


Leu 


Arg 


Leu 


Leu 


Ser 


Asn 


Ser 


Pro 


Leu 


Gin 


266 




50 










55 










60 










270 


Val 


Asp 


He 


Gin 


Leu 


Leu 


Arg 


He 


Asp 


Ser 


Arg 


Glu 


Ser 


Arg 


Asn 


Thr 


272 


65 










70 










75 










80 


276 


Pro 


Ala 


Glu 


His 


Leu 


Asn 


Asn 


Phe 


Tyr 


Cys 


Asn 


Phe 


Glu 


Asp 


He 


Gin 


278 










85 










90 










95 




282 


Asp 


Gin 


Asn 


Phe 


Asp 


Gly 


Leu 


He 


Val 


Thr 


Gly 


Ala 


Pro 


Leu 


Gly Leu 


284 








100 










105 










110 






288 


Val 


Glu 


Phe 


Asn 


Asp 


Val 


Ala 


Tyr 


Trp 


Pro 


Gin 


He 


Lys 


Gin 


Val 


Leu 


290 






115 










120 










125 








294 


Glu 


Trp 


Ser 


Lys 


Asp 


His 


Val 


Thr 


Ser 


Thr 


Leu 


Phe 


Val 


Cys 


Trp Ala 


296 




130 










135 










140 










300 


Val 


Gin 


Ala 


Ala 


Leu 


Asn 


He 


Leu 


Tyr 


Gly 


He 


Pro 


Lys 


Gin 


Thr Arg 


302 


145 










150 










155 










160 


306 


Thr 


Glu 


Lys 


Leu 


Ser 


Gly 


Val 


Tyr 


Glu 


His 


His 


He 


Leu 


His 


Pro 


His 


308 










165 










170 










175 




312 


Ala 


Leu 


Leu 


Thr 


Arg 


Gly 


Phe 


Asp 


Asp 


Ser 


Phe 


Leu 


Ala 


Pro 


His 


Ser 


314 








180 










185 










190 






318 


Arg 


Tyr 


Ala 


Asp 


Phe 


Pro 


Ala 


Ala 


Leu 


He 


Arg 


Asp 


Tyr 


Thr 


Asp 


Leu 


320 






195 










200 










205 








324 


Glu 


He 


Leu 


Ala 


Glu 


Thr 


Glu 


Glu 


Gly 


Asp 


Ala 


Tyr 


Leu 


Phe 


Ala 


Ser 


326 




210 










215 










220 










330 


Lys 


Asp 


Lys 


Arg 


He 


Ala 


Phe 


Val 


Thr 


Gly 


His 


Pro 


Glu 


Tyr 


Asp 


Ala 


332 


225 










230 










235 










240 


336 


Gin 


Thr 


Leu 


Ala 


Gin 


Glu 


Phe 


Phe 


Arg 


Asp 


Val 


Glu 


Ala 


Gly 


Leu 


Asp 


338 










245 










250 










255 




342 


Pro 


Asp 


Val 


Pro 


Tyr 


Asn 


Tyr 


Phe 


Pro 


His 


Asn 


Asp 


Pro 


Gin 


Asn 


Thr 


344 








260 










265 










270 






348 


Pro 


Arg 


Ala 


Ser 


Trp 


Arg 


Ser 


His 


Gly 


Asn 


Leu 


Leu 


Phe 


Thr 


Asn 


Trp 


350 






275 










280 










285 








354 


Leu 


Asn 


Tyr 


Tyr 


Val 


Tyr 


Gin 


He 


Thr 


Pro 


Tyr 


Asp 


Leu 


Arg 


His 


Met 


356 




290 










295 










300 










360 


Asn 


Pro 


Thr 


Leu 


Asp 

























362 305 

368 <210> SEQ ID NO: 3 
370 <211> LENGTH: 34 
372 <212> TYPE: DNA 

374 <213> ORGANISM: Artificial Sequence 
378 <220> FEATURE: 

380 <223> OTHER INFORMATION: D escri ption of Artificial Sequence: 
382 Oligonucleotide /fae£g5el Q , *\\ \ \ ^Qn I C 

386 <400> SEQUENCE: 3 \J<JV\C^ ~~\ \*> ^ ' « 

388 ctatttgtta gtgaataata gtactgagct ctgg 34 
394 <210> SEQ ID NO: 4 
396 <211> LENGTH: 34 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/530,844 



DATE: 04/19/2005 
TIME: 08:46:17 



Input Set : A:\PTO.SR.txt 

Output Set: N:\CRF4\04192005\J530844.raw 



398 <212> TYPE: DNA 

400 <213> ORGANISM: Artificial Sequence 

404 <220> FEATURE: 

406 <223> OTHER INFORMATION 



<211> 
<212> 
<213> 
<220> 
<223> 



408 
412 
414 
420 
422 
424 
426 
430 
432 
434 

438 <400> 
440 
446 
448 
450 
452 
456 
458 
460 
464 
466 
472 
474 
476 
478 
482 
484 
486 
490 
4 92 
498 
500 
502 
504 
508 
510 
512 



Oligonucleotid 
<400> SEQUENCE: 4 
ctggtggata tatgagatct ggtagacgta 
<210> SEQ ID NO: 5 
LENGTH: 33 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATIONjDe^cription 
Oligonucleotide rfnetAextl 
SEQUENCE: 5 
tggtggatat atgagatctg gtagacgtaa tag 
<210> SEQ ID NO: 6 
<211> LENGTH: 34 
<212> TYPE: DNA 
<213> ORGANISM: Artificial 
<220> FEATURE: 
<223> OTHER INFORMATION: D> 

Oligonucleotide 
<4 00> SEQUENCE: 6 
gtatttgtta gtgaataata gtactgagct 
<210> SEQ ID NO: 7 
<211> LENGTH: 33 
<212> TYPE: DNA 

<213> ORGANISM^Artificial Sequence 
<220> FEATURE 
<223> OTHER INFORMATION: 




ion of Artificial Sequence: 



"rtif icial 




Sequence : 



33 



ion of Artificial Sequence: 



ctgg 



equence 
<400> ^fieyfiT^E: 7 
tcatatatcc accagctatt 
<210> SEQ ID NO: 8 
LENGTH: 10 
TYPE: PRT 
ORGANISM :( Art i 
FEATURE 

OTHERjjlEQEMATION 
Protein Sequence 



Description of Artificial 
tgttagtgaa taa 



C i ^,3 4 is-co erf" 



ene j s - 



Sequence ^Partial Gene 



<211> 
<212> 
<213> 
<220> 
<223> 



ificial Sequen^e^^ — (.A^ 



Description of Artificial Sequenced Partial 




? 



516 <400> 

518 Ser Tyr He His Gin Leu Phe Val 
520 1 5 
526 <210> SEQ ID NO: 9 
528 <211> LENGTH: 102 
530 <212> TYPE: DNA 

532 <213> ORGANISM: Artificial Sequence 
536 <220> FEATURE: 




7 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/530,844 



DATE: 04/19/2005 
TIME: 08:46:17 



538 
540 
544 
546 
550 
556 
558 
560 
562 
566 
568 
570 
574 




Input Set : A:\PTO.SR.txt 

Output Set: N:\CRF4\04192005\J530844.raw 



RMATION: Description of Artificial Sequenc 1 




<223> 



<400> SEetJCTlCE: 9 

tcatatatcc accactattt gttagtgaat aatagtactg agctctggat gcatacgcgt 60 
ttaattaagc ggccgcactg cgatgagtgg cagggcgggg eg 102 
<210> SEQ ID NO: 10 
<211> LENGTH: 34 
<212> TYPE: PRT 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 



<223> 



<400> 




Protein 
2QUENCE 



TOKHMTDSN: 
Sequence/ 



Description of Artificial Sequence 




576 Ser Tyr lie His His Tyr Leu Leu Val Asn Asn Ser Thr Glu Leu Trp 
578 1 5 10 15 

582 Met His Thr Arg Leu lie Lys Arg Pro His Cys Asp Glu Trp Gin Gly 
584 20 25 30 

588 Gly Ala 

596 <210> SEQ ID NO: 11 
<211> LENGTH: 102 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223>ve^Hpr~TNi^RMATION: Description of Artificial Sequence ( Partial 



598 
600 
602 
606 
608 
610 
614 



<400> 



Sequence 
JEQUEb 



i^^ar^ial Gene^ 



616 tcatatatcc accagtattt gttagtgaat aatagtactg agctctggat gcatacgcgt 60 

620 ttaattaagc ggccgcactg cgatgagtgg cagggcgggg eg 102 

626 <210> SEQ ID NO: 12 

628 <211> LENGTH: 34 

630 <212> TYPE: PRT 

632 <213> ORGANISM: Artificial Sequence 

636 <220> FEATURE: 

638 <223>^XHEB^ UTFOm^AT IQN: Description of Artificial Sequence :f Partial 
64 0 f Protein Sequence) 

644 <400> s s^EQUENCE: 

64 6 Ser TyrTTle Hib- Gin Tyr Leu Leu Val Asn Asn Ser Thr Glu -Leu Trp 
648 1 5 10 15 

652 Met His Thr Arg Leu lie Lys Arg Pro His Cys Asp Glu Trp Gin Gly 
654 20 .25 30 

658 Gly Ala 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 04/19/2005 

PATENT APPLICATION: US/10/530 , 844 TIME: 08:46:18 

Input Set : A:\PTO.SR.txt 

Output Set: N:\CRF4\04192005\J530844.raw 



Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. 



This includes spaces. 



Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#; 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#; 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 



1 
1 
1 
1 
1 
1 
1 
2 
2 
2 
2 
2 
3 
4 
5 
6 
7 
8 
9 
10; 
10; 
11; 
11; 
12; 
12; 



Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s 
Line (s) 
Line (s) 
Line (s) 
Line (s) 
Line (s) 
Line (s) 



1,3,5,7, 
42, 44,46 
82,84,86 
116,118, 
146, 148, 
176,178, 
206,208, 
236,238, 
266,268, 
296,298, 
326,328, 
356,358, 
370,372, 
396,398, 
422,424, 
448,450, 
474,476, 
500,502, 
528, 530, 
558, 560 
586,588 
598, 600 
626 

628, 630 
656, 658 



9, 11, 13, 15, 16, 18,20,22,24,26,28 
, 4 8, 50, 52, 54, 56, 58, 60, 62, 64, 66, 
,88, 90, 92, 94, 96, 98, 100, 102, 104, 
120, 122, 124, 126, 128, 130, 132, 134 
150,152,154,156,158,160,162,164 
180,182,184,186,188,190,192,194 
210,212,214,216,218,220,222,224 
240,242,244,246,248,250,252,254 
270,272, 274,276, 278,280,282,284 
300, 302, 304,306, 308,310,312,314 
330, 332, 334, 336, 338, 340, 342, 344 
360,362,364,366,368 
374,376,378,380,382,384,386,388 
400, 402, 404, 406, 408, 410, 412,414 
426, 428, 430, 432, 434 , 436, 4 38, 440 
452,454,456,458,4 60,4 62,4 64,4 66 
478, 480,482,484, 4 8 6,488, 490, 492 
504, 506,508,510,512,514,516,518 
532, 534,536, 538, 540,542, 544,54 6 
, 562, 564, 566, 568, 570, 572, 574, 57 
,590,592,594,596 
, 602, 604, 606, 608, 610, 612, 614, 61 



, 30, 32, 3 
68,70,72 
106, 108, 
,136, 138 
,166, 168 
,196,198 
,226,228 
,256,258 
,286,288 
,316,318 
,346,348 



4,36,38, 40 

,74,76,78,80 

110,112,114 

,140,142,144 

,170,172,174 

,200,202,204 

,230,232,234 

,260,262,264 

,290,292,294 

,320,322,324 

,350,352,354 



,390,392,394 

,416,418,420 

,442,444,446 

,468,470,472 

,494,496,498 

,520,522,524,526 

,548,550,552,554,556 

6,578,580,582,584 

6, 618, 620, 622, 624 



, 632,634,636, 638, 64 0, 642,64 4,64 6,648, 650, 652, 654 
,660,662,664,666 
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VERIFICATION SUMMARY DATE: 04/19/2005 

PATENT APPLICATION: US/10/530,844 TIME: 08:46:18 

Input Set : A:\PTO.SR.txt 

Output Set: N:\CRF4\04192005\J530844.raw 

L:18 M:270 C: Current Application Number differs, Replaced Application Number 
L:20 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:70 M:256 W: Invalid Numeric Header Field, Identifier <309> Expected, SEQ:1 
L:228 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
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